CCCaCGCGTCCGGGCTOT 

GGCGCGGGTGCTGTCCAGCTTCCCCGTGCTG&AAACCGGAGGG 



AGGGCTCATCw * 



E V F W A I G T V F E V V L A 



L TlSRQEQRGKMRDLFT?Hlr 
CTC ATC ATC TCC AGA CAG GAA GAC CGA GGC AAA ATG AGG GAC CTT TTC ACA CCC CAT TTT 
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39 



VKFRRTGH5AR3EDDTA3GE 33 

GTC AAA TTC CGT CGC ACA GGC GAG AGT GCA AGG TCA GAG GAC GAC ACG GCT TCA GGA GAG 99 

HSVQIEGVHVGLEAVELDDG 53 

CAT GAA GTC CAG ATT GAA GGG GTC CAC GTG GGC CTA GAG GCT GTG GAG CTG GAT GAT GGG 159 

AAV PKEFANPTDDTFMVEDA 73 

GCA GCT GTG CCC AAG GAG TTT GCC AAT CCC ACC GAT GAT ACT TTC ATG GTG GAA GAT GCA 219 

VSAIGFGKFQWKLSVLTGLA 93 

GTC GAA GCC ATT GGC TTT GGA AAA TTT CAG TGG AAG CTG TCT GTT CTC ACT GGC TTG GCT 279 

W M A DAME M M I L 3 I L A ? Q 1 H C 113 

TOG ATG GCT GAT GCC ATG GAG ATG ATG ATC CTC AGC ATC CTG GCA CCA CAG CTG CAT TGC 339 

EW RL?SWQVA1LTSVVFVGM 133 

GAG TGG AGG CTC CCA AGC TGG CAG GTG GCA TTG CTG ACC TCG GTG GTC TTT GTA GGC ATG 399 

MS SSTLWGNISDQYGRKTG-L 153 

ATC TCC AGC TCC ACG CTC TGG GGA AAT ATC TCA GAC CAG TAC GGC AGG AAA ACA GGG CTG 459 

KXSVLWTLYYGILSAFAPVY 173 

AAG ATC AGC GTG CTG TGG ACT CTG TAC TAT GGC ATC CTT AGT GCA TTT GCG CCC GTG TAT 519 

SWILVLRGLVGFGIGGVPQS L93 

AGC TGG ATC CTG GTG CTC CGG GGC CTG GTG GGC TTC GGG ATC GGA GGA GTT CCC CAG TCG SIS 

V T L Y A E F L ? M K A R A K C I - ^ ^ 2 ^ 

GTG ACG CTG TAT GCC GAG TTC CTT CCC ATG AAA GCC AGA GCT AAA TGT ATT TTG CTG ATT 639 



233 



GAG GTA TTC TGG GCC ATC GGG ACA GTG TTC GAG GTC GTC CTG GCT GTG TTC GTG ATG CCC 599 

SLGWRMLLILSAVPLLLFAV 253 

AGC CTG GGC TGG CGT TGG CTG CTC ATC CTC TCA GCT GTC CCG CTC CTC CTC TTT GCC GTG 759 

LCFWLPESARYDVLSGNQEK 273 

CTC TGT TTC TGG CTG CCT GAA AGT GCA AGG TAT GAT GTG CTG TCA GGG AAC CAG GAA AAG 319 

A IATLKRIATENGAPMPLGK 291 

GCA ATC GCC ACC TTA AAG AGG ATA GCA ACT GAA AAC GGA GCT CCC ATG CCG CTG GGG AAA 379 



313 
939 



RWTTLLLWFIWFSNAFSYYG 333 
AGA TGG ACA ACT TTG CTG CTG TGG TTT ATA TGG TTT TCC AAT GCA TTC TCT TAC TAC GGG 999 



Figure 1 



TTA GTT CTA CTC ACC ACA GAA CTC TTC CAG GCA GGA GAT GTC TGC GGC ATC TCC AGT CGG 1059 

K :< A V E A K C 5 L A C E Y L 3 I E 3 Y 373 
AAG AAG GCT GTA GAG GCA AAA TGC AGC CTG GCC TGC GAG TAG CTG AGT GAG GAG GAT TAG 9 



MOLL. 
ATG GAC TTG CTG TGG ACC ACC 



L V T L W I 393 
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I D R L G R 

ATT GAC CGC CTG GGG CGC AAG AAG ACC ATG GCC CTG TGC TTT GTC ATC TTC TCC TTC TGC 1239 

SLL lf:c7GRnvltlllf:a 433 

agc ctc ctg ctg ttt atc tgt gtt gga aga aat gtg ctc act ctg tta ctc ttc att gca 1299 

r A F I S G G c Q A A Y V Y T ? E V Y ? 453 

AGA GCG TTT ATT TCT GGA GGC TTT CAA GCG GCA TAT GTT TAG ACA CCT GAG GTC TAG CCC 1359 

T A T R A L G L G T C S G M A R 7 G A L 473 

ACG GCA ACG CGG GCC CTC GGC CTG GGC ACC TGC AGC GGC ATG GCA AGA GTG GGT GCT CTC i419 

d - - A - 7 M L E S S V Y L 7 L A 7 493 

ATC ACT CCG TTC A.TC GCC CAG GTG ATG CTG GAA TCC TCT GTG TAG CTG ACT CTG Gwi. vjTT ^-±7 9 

Y S G C C L 
TAC AGT GGC TGC TGC CTC CTG GCT 



AALASCFLPIETK 513 



:TG GCC TCC TGC TTT TTG CCC ATT GAG ACC AAA 1539 



GGGLQSSSH'REWGQSMVGRG 533 
GGC GGA GGA CTG CAG GAG TCC AGC CAC CGG GAG TGG GGC CAG GAG ATG GTC GGC CGA GGA 1599 

MHGAGVTRSNSGSQE* 549 
ATG CAC GGT GCA GGT GTT ACC AGG TCG AAC TCT GGC TCT CAG GAA TAG 1647 

TGACCGATGGGGGACTGAGCTGGTCTTTGAGGCT 

CACTGCCGACATCAAGAACTCACCCAAGAGTATGACCTGG 

TCATTGAGGTCCACCCAGGGATGGGGAGATGTTTGCTCTAGGGGG 

CCTGTGGATCTACATGGGAAGACTACCCATATTAGGAGGGT^ ^ 
CACCCGGCCAAACC CTCAGTGAACAAC CAAAATATCTCTCTGTAGAT AC CGT C CAGGCTCAGGC C C ATGTG ACAC CTGC 

TCOTCACCCMOSGACCTGTraCT 

CTAGGTGTGGTCTGAGCAGCTATTTCCTGGCAGGGGCCCC 

GCftGftTGGACATGGTGCATTCAAACTGG 

AGAGATCCAGATGTGTC CTGGGGACAGCTGGGT CTTGCAC CAGGTGACAACCTCAAAACGC C GTT ACC C C C TGGGG AAC 
TGAGGACTGAGSGCCAAGTG 



Figure I continued 



♦wCFMAaFGGmFMFGVTOTGVINgFw . . . . S 

+ A+G F W V G +WM D 4- +4- 4-4- 4-4- 
132 HDAVEAIGF-GKFQV7KL5VLTGIAWMADAMEMMILSILAPQLHCEWRLP 179 

TMRWgLIVS IFnIGCMIGS IF f GWIgDMYGRRmsMMMvNvIFI IGI I IMI 

4- 4- 4-L +S r-4-G+M 4-3 +4-G+I4-D YGR4- -4- 4-4-4-+ + I+ + -*- 

130 SWQVALLTSVVFVGMMSSSTLWGNISDQYGRKTGLKISVLWTLYYGILSA 229 
fSinysWWMYIIGRIIaGIGVGglSvlvPMYISEIAPkHlRGtMvSWYQL 

F4-4- 4- 4-4-4- R + +G+G-rGG + V 4-Y 4-E + P 4- R 4-4-4- 4- 4-4- 

23 0 FAP — VYSWILVLRGLVGFGIGGVPQSVTLY-AEFLPMKARAKCILLIEV 276 
MITiG IFI AYC f NYg f ny YnNds WQWRWPLGLcF IWA I f MI I gMMF 1 PE S 

4- + +IG +4- 4- 4-4-4- 4- + WRW+L + L+4-4-4- 4-4-4- 4-4- + 4-4-LPES 

277 FWAI GTVFEWLAVFVMP S LG WRWLLILSAVPLLLFAVLCFWLPES 322 

PRWLVikGriEEARrsLqRlRgwdDVDpEIQEMMDeleaMiEEEiagNaS 

R+ V+ G+ E+A 4-4-L + R4- 4-^4-4-4- +4-4-4- 4- 

323 ARYDVLSGNQEKAIATLKRIATENGAPMPLGKLIISRQED RGK 3 65 

WgELFrrrcPkMRWRilMgMMIQiFQQFTGINYIMYYsTTIFesVGMq* 

4- LF+ 4- RW 4--4- +14-4-4- +4- YY+ +4- +4- -Q 

3 66 MRDLFTPHF RWTTLLLWF IWF SN AFSYYGLVLLTTELFQ 404 



Figure 2 
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GTCGACCCACGCGTCCGAGG&AAGAGG 

AGTTCCCAGCTGTCCTTGTGACTCTGTGGGTC^^ 

TGGCTCTGTGTTTCGTCaTCTTTTCCCTCTGC^ 

G&AATGTGCTAACCCTCTTACTGT^ 

CAGCCTACGTTTACACGCCTG»^^ 

CCTGCAGCGGCATGGCGAGAGTGGGCGCGCTC^^ 

TGGAATCTTCCETKE2VCCTG^ 

TGGCCTCCTGCTTTCTGCCC&TC^ 

GGGAGTGGGGCCAGGAGATGGTTGGCCGAGGG^ 

ACTCTGGCTCTCAGG^TAGTG&CCCCTGGGAGTTC 

AGAAAGCTGGCAGAGCCCJVGCTGGGCCAC^ 

CCGAGTGGGCGAAGTGA&CCGACaGGGTTTTGTCT 

TCGAGGGTTGCCCGCCCCSGGAAGATGGGGCTGC^^ 

TGGGGGAAAGGGTTGGTACGTCGCCBTGGATCTGCA^ 

GGTCCCAGGGCGCTCaGGGCC^GCTGZ^GCAGA 

GGAGAGCCACTGTCCAAAG&TCTCCATAGATACAGT^ 

CGCCATTTTGTCCAGTAAGTTTCTCCTGC^ 

ACAAGCTAATTAGTGTCCGACTAGAGCAGCTTTTCrG 

GTTGCTTCCTTGGTTGGGCCCCTCTAGATGTCTCT 

CTGAAGAATGTGCTTGTG&ATTTGAG^^ 

CTCTGTCTCTGGCTGCAGAGGGTCCTGTTA^ 

GCGACAGACCCAGAAAATTGTTAACCCATTCCCTGT^ 

AGCAGAGGGGAGACTAAGGGCCAAAACCZAAAGCGAGAGTCACCCCTGAA 

CTTTCTGGGCCCTCTCTCT^^ 

CGGTTTCCTCAGGCTTCCAGACTCGTCT^ 

CCATGGCAAAGCACCAAGTGCCGGCCCATTAAGTC^ 

TCCGGCTCTGCCTCTGCTTTCTCTCCTGCTCCT 

AGGCGGGTCCCGGGAGGATGTCCCGGCTCGAGGATCAGGAAAGCCCATCTCAGAGGGA^ 
C^GGAGGCTGTTGTCTTGGCCT^ 

CCCGGATTCCGG^ACGCACGAGCCGCCCCTCTCAGATTCAGG^^ 

AGG&AGGAGATGGCCAGGCCCCAATCAAAGGCCAGAG 

GACACCTCGCAAGGGAGCCAAATGTGCGTTGTGCGCTCATCTCTTA 
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